Bartonella spp. Infection Rate and B. grahamii in Ticks
To the Editor: Bacteria of the genus Bartonella are transmitted by arthropods and are often implicated in human disease. Even though ticks are known to transmit a variety of pathogens, vector competences for transmission of Bartonella spp. by ticks were speculative (1) Four of the 56 successfully sequenced samples (7.14%; all samples from nymphs) showed the sequence pattern of B. grahamii. One sample revealed 100% identity with B. grahamii (GenBank accession no. EU014266); the remaining 3 samples showed an identity of 98% with the B. grahamii strain Hokkaido-1 (GenBank accession no. AB426652) and 99% (T→C in position 93) with a sequence described as B. grahamii-like (GenBank accession no. AY435122). Sequences obtained in this study (deposited in GenBank under accession nos. JQ770304 and JK758018) support the genetic variability of Bartonella spp., as demonstrated by others (5, 7, 8) .
It remains unclear whether ticks are involved in transmission of pathogenic Bartonella spp. to humans under natural conditions. However, the total prevalence rate of 4.76% (100/2,100) questing I. ricinus ticks infected with B. henselae and B. grahamii highlights the need for public awareness and draws attention to the possibility of an infection with zoonotic Bartonella spp. after a tick bite (3,4) . B. henselae, the predominantly identifi ed species, has been associated with cat scratch disease, peliosis hepatis, and bacillary angiomatosis in humans. Eskow 
